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SEQ ID NC\171, SEQ ID NO: 172, SEQ ID NO: 173, SEQ ID NO: 174, SEQ ID NO: 
195, SEQ Id\0: 196, SEQ ID NO: 197, SEQ ID NO: 213, SEQ ID NO: 214, and SEQ 
ID NO: 215. 

55. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a respiratory tract microorganism-specific nucleic acid sequence 
comprising a 16S-23S rRNA&pacer sequence selected from the group consisting of: 
SEQ ID NO: 101, SEQ ID NO: V SEQ ID NO: 103, SEQ ID NO: 104, SEQ ID NO: 
105, SEQ ID NO: 106, SEQ ID NoW SEQ ID NO: 158, SEQ ID NO: 159, SEQ ID 
NO: 160, SEQ ID NO: 161, SEQ ID N0V162, SEQ ID NO: 164, SEQ ID NO: 165, SEQ 
ID NO: 166, SEQ ID NO: 167, SEQ ID NO\l68, SEQ ID NO: 169, SEQ ID NO: 171, 
SEQ ID NO: 172, SEQ ID NO: 173, SEQ IdV): 174, SEQ ID NO: 112, SEQ ID NO: 
113, SEQ ID NO: 114, SEQ ID NO: 115, SEQ |W 139, SEQ ID NO: 140, SEQ ID 
NO: 141, SEQ ID NO: 142, SEQ ID NO: 143, SEq\|D NO: 144, SEQ ID NO: 126, SEQ 
ID NO: 127, SEQ ID NO: 128, SEQ ID NO: 129 and SEQ ID NO: 130. 

56. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a cerebrospiral fluid microorganism-specific nucleic acid sequence 
comprising a 16S-23S rRNA spacer sequence selected from the group consisting of: 
SEQ ID NO: 116, SEQ ID NO: 119, SEQ ID NO: 120, SEQ ID NO: 121 , SEQ ID NO: 
213 SEQ ID NO: 214 and SEQ ID NO: 215. 
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57. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a uro-genital tract microorganism-specific nucleic acid sequence 
comprising a 16S-23S rRNA spacer sequence selected from the group consisting of : 
SEQ ID NO: 122, SEQ ID NO: 123 and SEQ ID NO: 197. 

58. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a food sample microorganism-specific nucleic acid sequence 
comprising a 16S-23S rRNA spacer sequence selected from the group consisting of: 
SEQ ID NO: 116, SEQ ID NO: 119, SEQ ID NO: 120, SEQ ID NO: 121, SEQ ID NO: 
213, SEQ ID NO: 214, SEQ ID NO: 215, SEQ ID NO: 139, SEQ ID NO: 140, SEQ ID 
NO: 141, SEQ ID NO: 142, SEQ ID NO: 143, SEQ ID NO: 144, SEQ ID NO: 131, SEQ 
ID NO: 132, SEQ ID NO: 154, SEQ ID NO: 133, SEQ ID NO: 134, SEQ ID NO: 135, 
SEQ ID NO: 136, SEQ ID NO: 137, SEQ ID NO: 138, SEQ ID NO: 195 and SEQ ID NO: 
196. 

59. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a gastrointestinal tract microorganism-specific nucleic acid sequence 
comprising a 16S-23S rRNA spacer sequence selected from the group consisting of: 
SEQ ID NO: 133, SEQ ID NO: 134, SEQ ID NO: 135, SEQ ID NO: 136, SEQ ID NO: 
137, SEQ ID NO: 138, SEQ ID NO: 195 and SEQ ID NO: 196. 
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60. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Mycobacterium /cansas/Y-specific sequence comprising a 16S-23S 
rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 101, SEQ 
ID NO: 167, SEQ ID NO: 168 and SEQ ID NO: 169. 

61 . (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Mycobacterium chelonae-speo^ sequence comprising a 16S-23S 

P rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 102, SEQ 
I |D NO: 103 and SEQ ID NO: 174. 

A ' !§ 62. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 

O {T acid sequence is a Mycobacterium gordonae-specific sequence comprising a 16S-23S 

j! rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 1 04, SEQ 

{ 3 ID NO: 1 05 and SEQ ID NO: 1 06. 

\ tie 

63. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Mycobacterium ulcerans or a Mycobacterium marinum-speom 
sequence comprising the 16S-23S rRNA spacer sequence of SEQ ID NO: 157. 

64. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Mycobacterium genavense-spectoc sequence comprising a 16S-23S 
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rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 158, SEQ 
ID NO: 159, SEQ ID NO: 160, SEQ ID NO: 161 and SEQ ID NO: 162. 

65. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Mycobacterium s/m/ae-specific sequence comprising a 16S-23S 
rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 164 and 
SEQ ID NO: 165. 

66. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Mycobacterium fortuitum-specttc sequence comprising the 16S-23S 
rRNA spacer sequence of SEQ ID NO: 166. 

67. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Mycobacterium haemaphilum*p*Xto sequence comprising a 16S- 
23S rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 171 , 
SEQ ID NO: 172 and SEQ ID NO: 173. 

68. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Mycobacterium ma/moense-specific sequence comprising the 16S- 
23S rRNA spacer sequence of SEQ ID NO: 107. 
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69. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is Pseuc/omonas-specific sequence comprising a 16S-23S rRNA spacer 
sequence selected from the group consisting of: SEQ ID NO: 1 12, SEQ ID NO: 113, 
SEQ ID NO: 114 and SEQ ID NO: 115. 

70. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Staphylococcus aureus-specific sequence comprising a 16S-23S 
rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 139, SEQ ID 
NO: 140, SEQ ID NO: 141 , SEQ ID NO: 142 and SEQ ID NO: 143. 



!S 71 • (new) A nucleic acid sequence according to claim 54, wherein said nucleic 

OrO '1 3 acid sequence is a Staphylococcus epidermis-specie sequence comprising the 1 6S- 
!I 23S rRNA spacer sequence of SEQ ID NO: 144. 

i 

72. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is an Acinetobacter-specttc sequence comprising a 16S-23S rRNA 
spacer sequence selected from the group consisting of: SEQ ID NO: 126, SEQ ID NO: 
127, SEQ ID NO: 128, SEQ ID NO: 129 and SEQ ID NO: 130. 

73. (new) A nucleic acid sequence according to claim 72, wherein said nucleic 
acid sequence is an Acinetobacter baumanii-specti ic sequence comprising the 16S-23S 
rRNA spacer sequence of SEQ ID NO: 126. 
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74. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a L/'sfer/a-specific sequence comprising a 16S-23S rRNA spacer 
sequence selected from the group consisting of: SEQ ID NO: 116, SEQ ID NO: 1 19, 
SEQ ID NO: 120, SEQ ID NO: 121, SEQ ID NO: 213, SEQ ID NO: 214 and SEQ ID NO: 
215. 

75. (new) A nucleic acid sequence according to claim 74, wherein said nucleic 
acid sequence is a Listeria monocytogenes-spec\i\c sequence comprising the large 
16S-23S rRNA spacer sequence of SEQ ID NO: 120. 

76. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Bmce//a-specific sequence comprising a 16S-23S rRNA spacer 
sequence selected from the group consisting of: SEQ ID NO: 131, SEQ ID NO: 132 and 
SEQ ID NO: 154. 

77 (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Sa/mone//a-specific sequence comprising a 16S-23S rRNA spacer 
sequence selected from the group consisting of: SEQ ID NO: 133, SEQ ID NO: 134, 
SEQ ID NO: 135, SEQ ID NO: 136, SEQ ID NO: 137 and SEQ ID NO: 138. 
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78. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Chlamydia trachomatis-^^ sequence comprising a 16S-23S 
rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 123 and 
SEQIDNO: 197. 

79. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Chlamydia ps/ttac/-specific sequence comprising the 16S-23S rRNA 

O spacer sequence SEQ ID NO: 1 22. 

(\ \ J 80. (new) A nucleic acid sequence according to claim 54, wherein said nucleic 

QfO V !S acid sequence is a Sfreptococcus-specific sequence comprising a 1 6S-23S rRNA 

U spacer sequence selected from the group consisting of: SEQ ID NO: 145, SEQ ID NO: 

{! 146, SEQ ID NO: 147, SEQ ID NO: 148, SEQ ID NO: 149, SEQ ID NO: 150, SEQ ID 

□ NO: 151, SEQ ID NO: 152 and SEQ ID NO: 153. 

81 . (new) A nucleic acid sequence according to claim 54, wherein said nucleic 
acid sequence is a Yersinia enterocolitica-spectoc sequence comprising a 16S-23S 
rRNA spacer sequence selected from the group consisting of: SEQ ID NO: 195 and 
SEQ ID NO: 196. 
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82. (new) Method for the detection and identification of at least one micro- 
organism, or for the simultaneous detection of several micro-organisms in a sample, 

comprising the steps of: 

(i) optionally releasing, isolating and/or concentrating the polynucleic acids from a 

micro-organism to be detected in the sample; 

(ii) optionally amplifying the 16S-23S rRNA spacer region, or a part thereof, from 
a micro-organism to be detected, with at least one primer pair; 

s 3 (iii) detecting the presence of a nucleic acid according to claim 54; 

I (iv) identifying the micro-organism present in said sample from the nucleic acid 

. ^ detected in said sample. 

H 

0° U 83. (new) Method according to claim 82 wherein said detecting comprises 

sequence analysis of said nucleic acid. 

84. (new) A composition comprising a diluent and a sequencing primer that 
specifically hybridizes with a 16S-23S rRNA spacer sequence of claim 54. 

85. (new) A kit for the detection and identification of at least one micro-organism, 
or for the simultaneous detection and identification of several micro-organisms in a 
sample comprising a composition according to claim 84. 
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86. (new) Method according to cla\n 82 wherein said detecting comprises 
hybridizing a taxon-specif.c probe to said nucleic acid, said probe specifically hybridizing 
with a 16S-23S rRNA spacer sequence of claim 

87. (new) A composition comprising a diluent and a taxon-specific probe that 
specifically hybridizes with a 16S-23S rRNA spacer sequence of claim 54. 

88. (new) A kit for the detection and identification of at least one micro-organism, 
or for the simultaneous detection and identification of several micro-organisms in a 
sample comprising the following components: 

(i) optionally, at least one primer pair allowing amplification of a 16S-23S rRNA 

spacer region, or a part thereof; 

(ii) a composition according to claim 87; 

(iii) optionally, a buffer, or components necessary to produce the buffer, enabling 
a hybridization reaction between a probe of (ii) and a nucleic acid present in a sample, 

or amplified products thereof; 

(v) optionally, a solution, or components necessary for producing the solution, 
enabling washing of hybrids formed under the appropriate wash conditions; 

(vi) optionally, a means for detecting the hybrids resulting from hybridization.- 



REMARKS 

Entry of the above and attached is requested. 
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